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Figure S1. Structure of the primary (A) and the accessory (B) oligopeptide transporter opp operons from P. agglomerans. Line
C illustrates the structure of the highly similar opp operons found in P. agglomerans plasmids, which contain a site-specific
IS30 integrase. The dendrogram shows the consensus phylogenetic tree of the oppA proteins from P. agglomerans. The
alignment of protein sequences was carried out using ClustalW. The tree topology reveals the presence of three clades,
designated as A1-A3.



